Table S1
Characteristics of the 4.5-year-old children (n=56).
Variable Values a

Birth weight (g) 2804±339
Height (cm) 100 ± 4
Weight (kg) 13.8 ± 1.6 HAZ -1.66 (-3.16, - Abbreviations: HAZ, height-for-age z-score; WAZ, weight-for-age z-score. a Values are shown as mean ± standard deviation or median (5-95 percentiles) or n (%). b Adjusted to average specific gravity of 1.012 g/mL. The input data to the IPA software was the top annotated genes from the top 500 score of CpG sites in cord blood correlated to cadmium in maternal blood in boys and girls respectively. The generated biological networks were ranked by score, which is the likelihood of a set of genes being found in the networks owing to random chance, identified by a Fisher's exact test. The generated top functions were ranked by P values (Fisher's exact test) calculated by comparing the number of specified genes that participate in a given function/pathway, relative to the total number of occurrences of these genes in all functional/pathway annotations stored in the Ingenuity Pathways Knowledge Base. N is the number of obtained annotated genes for each function cluster. 
